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Abstract: Dendrobium species are inseparable with endophytic fungi, they form a mutually beneficial relationship. To

improve the production of Dendrobium species, the researches about diversity of endophytic fungi, the methods of

molecular systems and symbiotic mechanism were summarized. The prospect and the field of endophytic fungi research of

Dendrobium in the future were put forward.
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Research Progress on Molecular Breeding of Watermelon

MO Yan-ling,ZHANG Xian,ZHANG Yong,MA Jian-xiang, YANG Rui-ping
(College of Horticulture, Northwest Agricultural and Forestry University, Yangling, Shaanxi 712100)

Abstract; With the utilization of high-efficiency molecular breeding technique, many achievements have been obtained on

watermelon breeding in recent years. The research advance on molecular breeding of watermelon ( Citrullus lanatus

(Thunb. ) Matsum. et Nakai. ), which covered marker - assisted selection breeding (MAS), transgenic breeding and

breeding by molecular design were summarized. Some problems towarded it and the corresponding solutions were pointed

out. And its developing trend was indicated as well.

Key words: watermelon;molecular breeding;molecular marker;transgenic breeding;breeding by molecular design
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