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Fig. 1 Strawberry cultivar used in the present study
1.1.2 PCR MR #FHMERN  Tag B DNA Marker
(DL 3 000) , Prime Script II 1st Strand cDNA Synthesis
Kit R &8 B Takara Y5 ARA R F;
B s S0 + SRERC25 ¢ 24 ¢ 1),2% CTAB, Tris-HCI,
EDTA ,NaCl,3-%i % 2 %, To /K Z %, NaAc, DEPC ¥}
VIR IESIR
1.1.3 5|4 2£H8 Genbank FE AT SMV KIFF (4
FHHF 5% 35 . AJ311875 I AJ311876) ,7EAPEE
TRSF4549 X35, FII ] Premier 5.0 Fl DNA STAR 4374
WA TR s R M 551 Y. i B
A THEYERAT G T YHERGERRE 1,

*1 AT SMV &k 514 31

Table 1  Tested primer pairs for detection of SMV
. 5198 GIL/LvA=y izl BRI

'ﬂzgﬁﬁ :%P,:Egﬂf-(1980—) s, '4%}3 AL B A, AR 3, ﬁf’ IR BE T & Primer pairs Primer binding site Sequence (5”7 ~3”) Target fragment/bp
A M BRIER LS 5 FH BB E ¥, Email: zhiqunque @ SMVIF  1973~1990  TCGAGGCTTGGTTGATGC s
163. comn. SMVIR  2557~2 577 GAAAACTTGAACGCTGGAATC

. - W SMV2F 916~934 ATTCTCGGTGGACACTTGC
BETR: I B EEAFERATYTRE . 584

SMV2R 1518~1538 GATAGAACACACGCCTCACC
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1.2.1 RNARBAZEEEGT & RNA (HIRES
T Chang S %™ il Bekesiova 1 255 {7 ¥k H #4730 0k
TR BRI 0.1 g BERELIAT i F A H B
PR A , 2 B — 2K A A 2 A K2 500 L CTAB
PLEE W (2% CTAB ;100 mmol/L Tris-HCl,pH 8. 0;
20 mmol/L EDTA ;1.4 moL/L NaCL;{# FHETim A 2%
BHELCED ) 1. 5 mL BLOEH 65 CKIEARIR 15 min;
SEfRFRGT + FREE(24 « DR 2 v, W F g W3R
A 1/4 #F7 10 mol/L LiCl, —20°C H& 2 h;10 000 r/min
B0 10 min, YLYEA 350 pL TE ¥§f#,14 000 r/min 2.0
10 min, FYLIE, FIEW A SRR « &5 ¢« F 0o
(25: 24+ DR+ FUCEERAR, K5 MA 1/30 &R
NaAc(pH 5.2),1/10 & A J /K Z B, vK % 10 min;
12 000 r/mingg.L> 10 min, K b5 W& % AHT R B LA,
A 1/10 f&F2 NaAc (pH 5.2) .3 {5 AT K 2. B, —
20°CHE 20 min;12 000 r/min &0 10 min, # i, H
T0% CEERGEULYE 2 WK, B T/ES LT, mA
25 L DEPC 7K ¥ . %5 1. 26728 P B Mg B8 JE e A 7K
SEEL PR R, i 1< MOPS B,k 28 ik, 8 5 5E I 4
1 mm, ¥ RNA BEG0 218 S HEFLH 76 5 V/em 5%
£ F H.3Kk30 min, DARERREUA RNA & .
1.2.2 RT-PCR L) PCR Fi%5|4 SMVIR 4EHcDNA
% 1 8EA BN R %519 Takara A FARFRA
F]HY Prime Script II 1st Strand cDNA Synthesis Kit 2 5%
FRF EHATRIEF 35 DNA S 1 4%, LU R
A 1 HRB1 X 31T PCR U . PCR RN Y B4
R 25 pL, R AR 94CHIAEPEALEE 7 min; 94°C AR
M 30 s,54°CE M 45 s,72°CHEH 1 min, S FLHEFT 35 4~
PE3R B 5 F T2°CHEH 10 min;4'CHRFF .
2 HRESW
2.1 RNA 25

MELF BA B & e R i RS AR AR SRR G B
K FHMc ey CTAB 32 BUR RNA, 2 HIH 4 oL RNA k¢
mF 2 A AL [ A E K, 45 SR IE 52 28S rRNA, 18S
rRNA.5S rRNA 3755 07 (] 2) , R B RNA %A &4
FEE AR , SRR AT .
2.2 RT-PCR Kl B4 $a7=4 5347

g 2 PR R R 1 XS h e 5 B AR
BOAHIE e S 25 LR/ F 500~750 bp, K/MA
I7-5 SMV2F Fil SMV2R 5| ¥5%t i B 18 A Bt K/ME
T AR AT BB R AL A B W R B UL B SR A AT
BEFE AR I S A AR T SMV FE: AR B, T B
iR 5E (B 3, B —X5]4 SMVIF f1 SMVIR 3f
BAEMEEM R B

B 2 & RNASEEMEEKEN
Pk 1~2. A MFPE RNA,
Fig. 2 Electrophoresis of total RNA
Note: Lanel ~Lane2:total RNA of strawberry cultivar.
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1 : YKkiE 1:DL 3 000 bp;Jk3H 2. H A G FfERE SMV,
Fig. 3 Detection of SMV in strawberry with RT-PCR
Note: Lanel : DL 3 000 bp;Lane2; Strawberry cultivar infected with SMV.
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) RNA F 32 BUR 32 X 4R 40 B0 % M 2 cDNA
SCPE 5T DR A 2 ik AR 4 DA Kt 4 35 D) o o A 3 R
SEALAMT S L RE, 75 2 RNA (1) R & B 1% BB
B FLRI AL R . NSRRI Y AP R A RNA
BB ot — BR B FAEYF TR E A
ZHFFE A A i CTAB 3:0 SR BB A 745 AL RNA,
FXF RNA ) 8 se Bk A7 7 s 3o , 45 51 % 9
RNA f 5 &858 47, iE B s i i CTAB 3 3 F #%5 8
RNA 2 BUE IS F7 1 BB A 2 U A B Y .

B PR RK 2 X514, RA 1 X3S T 58
K/NEA B R B 2 35| R s A
PRsF X35, 20 H B b O A SR IR AT i R I 5
MRS 8 B AR 7E S e R XA —E TS
25, FEOZB BT 5 45 B BEAR 4 3 DT
DN I, B REAS AR AR AR A9 B .

itk — £ IR 6 45 R, B B0 B 5T IE L St
SMV2F F1 SMV2R 5| 455+ 3% H 49 B B9 5 Btk 47 TA
TORE , AR A AR DL ) BE M e B, I 26 A A R AT 5
RERE SN B AT B X X 45 R LM S e
PL(RT)PCR AER 5> F AW F AR HAE AR
R v B A S R iR R P s R AR B R AR X BRI
TE N 0 P2 A R A, BT AR R G R R T L
FEE T YA R F B ARBRRA K &, K E R R
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Detection of Strawberry Mottle Virus with RT-PCR

QUE Zhi-qun
(College of Life Sciences and Resources Environment Sciences, Yichun University, Yichun, Jiangxi 336000)

Abstract ; Special primers were design based on the sequence of coat protein which was a conservative region of strawberry
mottle virus. Highly pure total RNA including strawberry and strawberry mottle virus was extracted with modified
CTAB method. Reverse transcription-polymerase chain reaction (RT-PCR ) was carried out in order to establish detection
system of strawberry mottle virus. The results showed that a good RNA quality was obtained and modified CTAB
method was feasible for extraction of total RNA of strawberry.

Key words: strawberry mottle virus;primer; CTAB ; RNA ; RT-PCR; specific fragment
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KEZE/N
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