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Genetic Diversity Analysis on Second-generation Seed Orchard
of Pinus tabulaeformis Carr. by RAPD Markers

WANG HU,FAN Jun-feng, YANG Pei-hua, LIU Yong-hong,LI Hui
(College of Forestry,Northwest Agriculture and Forestry University, Yangling , Shaanxi 712100)

Abstract: Genetic diversity and genetic differentiation of Second-generation Seed Orchard of Pinus tabulae formis Carr.
were analyzed by using random amplified polymorphic DNA (RAPD) marker. To better understand their genetic diversity
and further utilize them for breeding 120 samples were collected and analyzed using 15 screened RAPD primers. The
results showed that the genetic diversity at species level was relatiely high. The results showed that a total of 201 markers
from 200 to 1 000 bp were generated and 152 of them(75. 62%) were polymorphic markers. Shannon information index
(I) was 0. 4352 and Nei’s gene diver sity (H) was 0. 3821. Using unweightedpair group method with arithmetic average
(UPGMA) were classified into 3 groups at level 0. 15, result revealed an abundant genetic diversity of Second-generation
Seed Orchard of Pinus tabulae formis Carr.

Key words: Pinus tabulaeformis Carr. ;second-generation seed orchard; RAPD;genetic diversities
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