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Genetic Mapping and Localization of the Early
Deciduous Disease Resistant Gene in Apple

LI Shuang,ZHANG Jun-ke, DANG Wei-feng
(College of Horticulture, Northwest Agriculture and Forestry University, Yangling, Shaanxi 712100)

Abstract; With the material of apple cultivar ‘Qinguan’ as the maternal parent, ‘Fuji’ as male parent and their F, 158
progenies,an optimized PCR reaction system for SSR were obtained:in a 20 uL total volume, Tag DNA polymerase
0.5 U,primer 0. 1 pmol /L,dNTPs 0. 3 mmol/L, template DNA 15 ng/ul. and Mg®" 1. 8 mmol/L. A consensus
genetic map from ‘Qinguan’ X ‘Fuji’ was constructed by JoinMap 3. 0 with SSR markers. The results showed that
340 SSR primer pairs,49 were proved having polymorphism between father and mother parents,and 75 SSR markers
were acquired by the polymorphic primer pairs. Among these SSR markers, 17 were distorted from the Mendelin
ratio, 27 were located on the genetic linkage map composed by 10 linkage groups and early deciduous disease resistance
gene location to the tenth linkage groups,compared with the already published apple genetic linkage:early deciduous
disease resistant gene was positioned in published maps of the eighth linkage groups.
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Study on the Technology Isolated Culture and Rapid Propagation of Tomato

HUANG Gang, SUN Guang-ying,ZHENG Xiao-feng, LI Zhuying
(College of Qiandongnan Nation Vocational Technical , Kaili, Guizhou 556000)

Abstract: Tomato seeds chosen as test material, by the method of orthogonal test of preparation of different media, the
effect of different concentrations of 6-BA,NAA,IBA on adventitious bud induction and proliferation of multiple shoot
clumps were studied. The results showed that optimum medium for callus induction was MS+6-BA 2. 0 mg/L-+ IBA
0. 3 mg/L-+sucrose 30 g/L;optimum medium for adventitious bud induction was MS+6-BA 3. 0 mg/L-+NAA 0. 1
mg/ L+ sucrose 30 g/L;suitable medium for the proliferation buds was MS+6-BA 1. 0 mg/L-+NAA 0. 01 mg/L+
sucrose 30 g/L;suitable medium for rooting medium was 1/2MS-+NAA 0. 6 mg/ L+ sucrose 30 g/L.
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