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Table 1 Grape cultivars used in RAPD analyses 4°C ’ 1.0 %
, 1 X TAE (50 X TAE
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Table 2 RAPD primer used for amplification
5137 5037
Primer Base sequence 5’-3 Primer Base sequence 57-3
Y02 CATCGCCGCA S7 GGTGACGCAG
P672 TACCGTGGCG P601 CCGCCCACTG
P697 CGCAGGTCAC S31 CAATCGCCGT
V10 GGACCTGCTG OPU13 GGCTGGTTCC
OPWO02 ACCCCGCCAA St CACCCCCTTG
S35 TTCCGAACCC OPJO7 CCTCTCGACA
S1469 TGCCACGAGG J13 CCACACTACC
S391 ACGATGAGCC S2123 GTGCCACTTC
S199 GAGTCAGCAG S03 CAGAGGTCCC
Wwo1l CTCAGTGTCC W97295 TTCCGCTCTG
S274 CTGCTGAGCA
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Analysis of Grape Germplasm Resources with the Technique of RAPD

LI Yuling, BAI Shi-jian, LUO Qiang-wei, LIAO Xin-fu
(Development and Research Center of Grapes and Melon in Xinjiang Uygur Autonomous Region, Shanshan. Xinjiang 838200)

Abstract: Improved CTAB method was used to abstract DNA of 180 grape materials from Development and Research
Center of Grapes and Melon in Xinjiang Uygur Autonomous Region and RAPD analysis was also conducted. Totally
96 primers, selected from published papers, were used for screening of suitable random primer of grape RAPD
analysis,in order to assess genetic distance of the tested material. The results showed that the yield and purity of DNA
were all good. The yield of DNA was mostly over 100 ng/uL and could be used in RAPD analysis. Totally 21 primers
with clear and multiple bands were screened and 180 tested materials were divided into 7 categories after cluster
analysis.

Key words: grape; RAPD; cluster analysis
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