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The Application of ISSR and SRAP Technique in Cymbidium Plants Resource Research
JIAN Li
(College of Geography and Life Science, Bijie University, Bijie, Guizhou 551700)

Abstract: The applications of molecular markers in the construction of molecular genetic map, related species, genetic

diversity and molecular marker-assisted selection, origin and evolutionary relationship research etc in Cymbidiums

plant resource were reviewed. The rules and its application of ISSR and SRAP methods in the Genetics and Breeding

of orchid’s plants resource were discussed.
Key words: ISSR; SRAP; Cymbidium ; application

192



