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; 500 pl. 70% ,
200 pl DNA, — 20°C
[6-7]
1.2.3 DNA 100 mg
600 L D,600 ul (50 mg/ml.),37°C
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dNTPs(2. 5 mmol/L),16 pL ddH, O, 0.
2 ul. TagDNA . PCR . 94°C
5 min, 94°C 1 min,57°C 30 s,72°C 30 s,
30 ,72°C 10 min,4°C 10 min,
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Comparison of Five Different Methods for Extracting
Genomic DNA from Penicillium expansum

LI Yafei, HE Hong-ju,LV Qian, FAN Ming-tao

(College of Food Science and Engineering, Northwest Agriculture and Forestry University. Yangling, Shaanxi 712100)

Abstract; The aim was to compare DNA extraction methods and find one that was suitable for genomic DNA
extraction from Penicillium ex pansum. The effect of extraction in the three culture ways including the solid, liquid
stalling and liquid oscillation was compared. Genomic DNA were extracted using five methods including benzyl
chloride, snail enzyme,SDS, CTAB, guanidinium isothiocyanate. The effects of the different extraction methods were

evaluated through the quality determination and PCR analysis which was based on conservative sequence of the

polygalacturonase gene of the Penicillium ex pansum to amplify a length of 288 bp, testing its sensitivity. The results

showed that solid cultivation approach was suitable for the extraction of genomic DNA from Penicillium ex pansum ,
all five extraction methods could extract the genomic DNA to amplify the target DNA, of which benzyl chloride and

snail enzyme methods were good with snail enzyme being a little less DNA. Therefore, the benzyl chloride method was
the best choice to extract DNA from Penicillium ex pansum with high concentration and purity to carry out specific
PCR.and the limit of detecting DNA was 0.1 pg/ml.
Key words: Penicillium ex pansum ; DNA extraction; benzyl chloride method;snail enzyme method; SDS method; CTAB

method; guanidinium isothiocyanate method
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