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Study on Culture Conditions for Mycelium of Morehella deliciosa

TAO Re, TAN Yu-qin,CHEN Ye,FAN You-fu, XU Ming-min, HU Hao,PAN Li-hui

(College of Life Science,Jiujiang University, Jiujiang, Jiangxi 332000)

Abstract: Effects of culture medium, carbon sources, nitrogen sources, carbon-to-nitrogen ratio,and pH on mycelium

growth of cultivated Morehella deliciosa produced from Jiujiang in Jiangxi were studied. The results showed that the

optimum culture medium was bean cake 200 g(boiled), corn flour 5 g, sucrose 20 g, KH, PO, 1 g, MgSO, 0.5 g,

NaNO; 0. 01 g, yeast extract 0.5 g,agar 20 g and water 1 000 ml.. Various carbon sources and nitrogen sources could

be used by Morehella deliciosa. Among them,the best carbon sources was fructose,and the best nitrogen sources was

NH, NO, and beef paste. The optimum carbon to nitrogen ratio was 20: 1. The mycelia of Morehella deliciosa were

fitting to grow in neutral to low acid conditions,and the optimum pH was 6.

Key words: Morehella deliciosa ;mycelium;nutrition; culture conditions

187



2011 17 187~189

—20°C . s 226 ) 143,
1.2.2 DNA CTAB 9 63%, « 2,
DNA, DNA 13~23 ,
DNA L3 RAPD 1,
1.2.3 RAPD 50 (RAPD 2 RAPD
Primers) 8 ’ Table 1 Analysis of polymorphism observed
10 s 1. using different random primers
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Primer Total bands/ Polymorphic bands/ Polymorphism rate/ %
Table 1  Nucleotide sequences of the random primers S 73 6 70
S6 33 19 58
Primer names Primer sequence Primer names Primer sequence S17 30 23 77
S5 TGCGCCCTTC S23 AGTCAGCCAC szz 2 16 67
S23 36 21 58
S6 TGCTCTGCCC S62 GTGAGGCGTC
S62 39 20 51
s17 AGGGAACGAG 80 ACTTCGCCAC 80 26 15 s
S22 TGCCGAGCTG S1005 TTGCAGGCAG S1005 15 13 87
Total 226 143 63
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Fig. 1 RAPD results of nine Pholiota adipose samples
4C, using primer S22 and S62
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Table 3 Matrix of similarity coefficient between 9 Pholiota adipose strains
Strains Pa-1 Pa-2 Pa-3 Pa-4 Pa5 Pa-6 Pa-7 Pa-8 Pa-9
Pa-1 1.0000
Pa-2 0.8333 1. 0000
Pa-3 0.7986 0. 8958 1. 0000
Pa-4 0.7014 0.7431 0. 7083 1. 0000
Pa-5 0.7153 0. 7569 0.7361 0.9167 1. 0000
Pa-6 0.7431 0.8125 0.7917 0.8611 0. 9306 1. 0000
Pa-7 0. 6389 0.7361 0. 7569 0.6181 0. 6458 0. 6875 1. 0000
Pa-8 0. 6250 0. 6944 0.7153 0.6181 0. 6458 0. 6875 0.8472 1. 0000
Pa-9 0.7292 0.7847 0.7778 0. 7083 0.7361 0.7917 0.7014 0. 7569 1. 0000
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Genetic Diversity Analysis of Pholiota adiposa Strains Based on RAPD

71 Huijun, LIU Lian-giang,ZHOU Yong-bin, ZHANG Zhi-jun, WEI Xue-sheng
(Tianjin Research Institute of Forestry and Pomology, Tianjin 300384 )

Abstract: Random amplified polymorphic DNA(RAPD) molecular markers were used to detect the genetic diversity
among nine Pholiota adiposa strains. The results showed that eight primers worked well on stability and
polymorphism were filtered for RAPD, the total number of band was 226, among which the number of the
polymorphic band was 143, occupied with 63%. The genetic similarity among the strains ranged from 0. 6181 ~
0. 9306, with a mean of 0. 746 ,indicating very high genetic diversity in Pholiota adipose. The cluster analysis results
showed that nine Pholiota adipose strains were classified into four groups with GS 0. 763. RAPD technique might be
an effective method to evaluate the genetic diversity of Pholiota adipose.
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