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Construction and Identification VIGS Vector
about Vitamin E Biosynthesis Gene of Tomato

LU Liang-liang,FU Da-qi, LIU Hai-ping, WANG Xiao-hui, LUO Yun-bo,ZHU Ben-zhong,ZUO Jin-hua

(College of Food Science and Nutrition Engineering,China Agricultural University, Beijing 100083)
Abstract: Tomato was used as test material, using RT-PCR to clone part sequence of vitamin E biosynthesis gene’s
(tocopherol cyclase VTE1) from the tomato fruit. Fragment length was 420 bp. Sequence analysis showed that gene
homology of this fragment and VTE1 was 95%. Then Xhol, K pnl restriction sites connected VTE1 with pTRV2-
PDS plasmid. The recombinant vector pTRV2-PDS-VTE1 was obtained. And the recombinant vector was
transformed into Agrobacterium. The study provided the experimental material for using VIGS technology to further
analysis VTE1’s role in vitamin E biosynthesis in tomato. On this basis, laid the foundation for using transgenic
technology to control vitamin E biosynthesis in tomato fruit in the future.

Key words: tomato; vitamin E; VIGS;gene silencing; vector construction

142



