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Table 1 Distribution of female flower ratio in six generation of 3-2-2 X TopMark mating
Female flower proportion/ %
Generation Average/ % 0~9 10~19 20~29 30~39 40~49 50~59 60~69 70~179 80~89 90~100
Py 66.67 5 4 7 8 4 2
P2 0
F 50. 32 1 2 3 5 7 8 3 0 0
BC1 Py 49. 50 0 2 4 7 8 5 4 1 0 0
BC P2 30. 88 2 3 4 4 1 1 2 0 0 0
Fo 9 10 92 60 124 16 0 0 0 0
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Fig. 1 The female flower proportion distribution on F» Table 2 The estimation of AIC value of the different genetic

model by IECM in F,of combination 3-2-2 X TopMark

2.3 F,
Model AIC  AIC Model AIC  AIC
F, C 2),A1.A-3.B1,
A-0 1 203.56 B-1 1 026. 83
B-5 AIC s o
‘ A-1 1 002.75 B-2 1136.72
AIC
A-2 1 128.96 B-3 1 130. 81
C 3 ,B-1 1
A-3 1 003.16 B4 1 083. 24
, 1 B1
A-4 1132.44 B-5 1 027.05
;B-5 2
B-6 1132.67
3
Table 3 The fitness testing of model
Model U2 Uy? Us? nW2 Dn

A1 0.013¢0.9351) 0. 052(0. 8476) 0. 371€0. 6290) 0. 1756(<20. 05) 0. 089<2(0. 05)

A-3 0.013(0.9350) 0. 052(0. 8475) 0.371(0. 6289) 0. 1756(<20. 05) 0. 089(<20. 05)

B-1 0.002(0.9046) 0. 0076(0. 8953) 0. 306(0. 6482) 0.1283(<20. 05) 0.1286(=>0.05)

B-5 2.4318(0.2176) 2.1365(0.1570) 0.095(0. 7988) 1.5049(>>0.01) 0.1895(>>0. 05)

;U2 Up2 [ Us?

Note: The relevant probability of U2 ,U22,Us? in the bracket.
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Inheritance Analysis of Pistillate Flower on Monoecious
Hybrid Generation in Melon

SHENG Yunryan'? ,JI Peng' , YUAN Li-wei’ , ZHANG Yu-hu' ,ZHANG Shu-yuan'
(1. College of Agriculture, Heilongjiang Bayi Agricultural University, Daqing, Heilongjiang 163319; 2. College of Horticulture, Northeast
Agricultural University, Harbin, Heilongjiang 150030 ; Department of Horticulture, Hebei Tourism Vocational College, Chengde, Hebei
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Abstract: Using monoecious line 3-2-2 and monoecious line TopMark as parental melon(Cucumis melo L. )to acquired
six generations(P, ,P, ,F, ,F, ,BC, P, ,BC, P,)in this study. Investigated and analyzed the inheritance of female flower
proportion from the fist female flower opening to 60 days after transplanted using by major gene and polygene mixed
inheritance model. The results indicated that female flower proportion on monoecious plant was controlled by a single
major gene with 2 minor genes, the major gene effect was 83. 33% and the minor gene effects were 8. 125%,
respectively. And in this study we also discussed the feasibility of using female flower proportion to analysis the
inheritance of monoecy on melon.
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