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Detection of Lily Mottle Virus in Narcissus by the Method of IC-RT-PCR

JIA Lixia', LI Zhiyong®, MA Ji-fang’
(1. Hebei University of Engineering, Handan, Hebei 056021; 2. Millet institute of Agrcultural Academy of Hebei Province, Shijiazhuang,
Hebei 050031

Abstract: The virus on narcissus affect the quality and growth of narcissus at large scale. The quick detection and
identification of narcissus virus is important for control of the disease. According to reported lily mottle virus(LMoV)
coat protein sequence, a pairs of primer was desingned and IC-RT-PCR was carried out. The sample collected from
Handan were detected with the primer. IG-RT-PCR products were purified and ligated into PMDI9-T vector. The
partial coat protein gene sequence was submited to Genbank. The results showed that the accession number was
JE714974. The gene alignment analysis show ed handan isolate shared 90. 4% ~99. 5% homology with coat protein
gene of other lily mottle virus isolate. The study constructed the platform of detection of lily mottle virus by IC-RT-
PCR which simplified procedure and it was convenient for quickly detection of LMoV in narcissus.
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