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Research Progress on Vaccinium uliginosum Linn

ZONG Chang-ling, DENG Meng ZONG Cheng-wen CAO Hounan LI Weng jian
(Agriculture College of Yanbian University, Yanji Jilin 133002)

Abstract: The authors gave an overview of progress made in researches on Vaccinium uli ginosum Linn, sy stematically

presented related research development and utilization and prospects of resource distribution, genetic analysis,

biological characteristics, planting and breeding, harvesting and processing, nutritious and health-protected ingredients,

so as to offer a reference for further studies.
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Research Review on the Quantitative Traits, Genetic Diversity and
Cultivars Identification in Lentinula edodes

LIN Famr xue's XU Xuefeng? ZH U Jiu-bin's LIANG Bao-dong's ZHAO Qiang'
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Agrcultural University, Guangdong Guangzhou 510640, China)

Abstract: Lentinula edodes is one of the famous edible and medical fungi in the worlds and its production in China
reach about 8% of the total world output. The vigorous development of this mushroom is due to its genetic and

breeding, which involves the quantitative traits, the genetic diversity and cultivars identification. This paper review ed

and discussed the aforementioned issues.
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