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Analysis of Genetic Diversity of 39 Lotus Root Cultivars by Using ISSR Markers

LI Chang-chun, DAI Yujun SU Chao, LI Jian-hua TIAN Churryuan YAO Guo-xin
(College of Life Science and Technology, Xiaogan University, Xiaogan, Hubei 432000)

Abstract: ISSR were used to detect the genetic diversity among 39 lotus root cultivars and 89 bands were amplified

with 8 primers, including 55 polymorphic bands. The polymorphic percentage was 61.8%. And all the 39 lotus root

cultivars could be distinguished by genetic similarity coefficient and cluster analysis. The result showed that ISSR

approach was efficient to reveal the genetic relationship of lotus root on molecular level, which could provid reference

for research in lotus root ermplasm.

Key words: lotus root; poly mo rphism; ISSR
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