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1 Bxoxx 06549 0.7345  0.7257  0.7434  0.7257 0.7257 0.7257 0.6726 0.6903  0.7345  0.7257 0.7080 0.6637 0. 6991
2 0.4233  **x* 07257 0.752  0.769  0.7168 0.7699 0.7522 0.7168 0.7345  0.6903 0.6814 0.6637 0.6726 0.5310
3 0.3085  0.3207 ¢ ***  0.778  0.7965 0.8142 0.8142 0.849 0.7257 0.7257 0.8053  0.7788 0.6903 0.691 0. 6283
4 0.3207  0.2847 0.2501 ¢ *** 0.8053 0.8053 0.8230 0.7876 0.691 0.752 0.7434  0.7168 0.8053 0.6349 0. 6549
5 0.2966  0.2615 0.2276  0.2165 **** 07699  0.854 0.8584 0.752 0.752 0.7965 0.752 0.691 0.6349 0. 5841
6 0.3207  0.3329  0.2056 0.2165 0.2615 **** 088 0830 07345 0.752 0.8673 0.745 0.6814 0.7434 0.6726
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15 0.3579  0.6330 0.4647 0.4233  0.5377 0.3967 04507 0.4507 0.6330 0.5377 0.4933  0.3454  0.3707 0.3085 * * **
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Application on the Genetic Diversity of Different Species of
(livia miniata by ISSR and RAPD Molecular Markers

ZHENG Yuhong QIAN Mei-hua, LI Yingg GU Yong-hua PENG Feng

(Institute of Botany, Jiangsu Province and Chinese Academy of Sciences Nanjing Botanical Gardenm Mem. Sun YatSen Nanjing Jiangsu

210014)

Abstract: Genetic and variance on 15 cultivars of Clivia miniatawere studied by ISSR and RAPD marker. The results
showed that the 65 loci were identified with 10 simple sequence repeat primers screened from 55 primers out of which 54

were polymorphic and the percentage of polymorphic sites (PPS) was 81.95%; with each primers 6.5 bands were

averagely amplified. 47 loci were identified with 11 oligodeoxynucleotides primers screened from 55 primers, out of w hich

32 were polymorphic and the PPS was 67. 88 with each primers 4.27 bands were averagely amplified. The Nei’ s
genetic distance among the 15 cultivars calculated by POPGEN was 0. 1123 ~0. 6330 with an average of 0. 3263. Cluster
analysis indicated that the 15 cultivars could be divided into 2 groups. The results provided molecular data for the

breeding of new cultivars of C. miniata.
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