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A Method for Excellent Quality DNA Extraction of Loquat

YANG Qin', FU Yan? DENG Qun-xian’, WANG Yong-qging®s TAO Lian’, LIU Lv’, LI Xing-yuan's ZHANG Wen-hua
(1. College of Environmental and Life Science Kaili University, Kaili Guizhou 556000; 2. Qiandongnan Nationality Professional Technology

College, Kaili Guizhou 556000 3. College of Horticulture, Sichuan Agricultural University, Ya an, Sichuan 625014)

Abstract; The leaves of loquat are rich in polyhexose, polyphenols and other secondary metabolism compounds which
prevent DNA extraction. The genomic DN A samples of loquat were isolated by improved CTAB method which based on
optimizing ex traction, deposition and dissociation. The purity and quantity of DNA was evaluated by agarose gel
electrophoresis, UV scanning and ISSR analysis. The results showed that the genomic DN A extracted from Yong leaves
and mature leaves of “Daw uxing” and O akleaf loquat, and anther, seedlings of tissue-cultured and ovules of Young fruit of
“Dawuxing” loquat, the above mentioned 7 different components of loquat was pure and integral, without degradation and
RNA, and the value of D260/ D280 was 1.80 to 2.0, which was suitable for digestion by restriction endonucleases. ISSR
analysis indicated the primer produced clear polymorphic patterns. Therefore this method could be used for extracting
ideal DNA samples from different components of loquat.
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