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7 F. imperialis *Rubra Maxima’
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Analysis of Genetic Relationship Ornamental Fritillaria
Germplasm Resources by ISSR Markers

WU Xiao-qing"* ,CHENG Hat-zhong' ,ZHOU Yu-zhen' ,LOU Xiao-ming' ,ZHANG Wenrjing' , TANG Geng-guo’
(1. Suzhou Polytechnic Institute of Agriculture,Suzhou,Jiangsu 215008;2. Nanjing Forestry University, Nanjing, Jiangsu 210037)

Abstract; 22 Ornamental Fritillaria germplasm were used as materials for analyzing their genome polymorphism by ISSR

markers, 13 primers selected from 100 primers were used for ISSR amplification. A total of 178 bands were generated, of

which 160 bands were polymorphic bands (the percentage of polymorphic band, PPB=90%). According to the results of

ISSR amplification, which were analyzed to Jaccard similarity coefficient by NTSYSpc 2. 10e software, the genetic simi-

larity coefficient was 0. 2338 to 0. 8788. The clustering dendrogram was constructed by UPGMA method. 22 Ornamental

Fritillaria materials were divided into two major groups while the similarity coefficient was 0. 50. The first group includ-

ed original Sect. Fritillaria, evolved Sect. Petillium and Sect. Theresia. The second group included 3 ornamental Frit-

illaria in more evolved Sect. Liliorhiza. The species in one sect had closer phylogenetic relationship.

Key words: ornamental Fritillaria;ISSR;genetic relationship;gluster analysis
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