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S355 OPJ-15 TGTAGCAGGG 5 6.83 17 6.83 29 2.67 41 2.50
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Identification RAPD Markers Linked to Texture Quality of Chinese Cabbage
WU Chun-yan'? ,SONG Ting-yu' , HE Qi-wei’ ,DENG Yong-lin' ,WANG Cui-hua’ ,XU Wen-ling* ,MU Jin-hua®
(1. College of Horticulture, Jiling Agricultural University, Changchun, Jilin 130118; 2. Department of Horticultural Sciences and Engineering,

o)

Shandong Agricultural University, Tai ’an, Shandong 271018;3. Vegetable Institute of Shandong Academy of Agricultural Sciences,Jinan, Shan-
dong 250100;4. Denghai Seed Corporation Limited(Xiyou) ,Laizhou,Shandong 261418)

Abstract; Using F2 segregating generations and BSA method, the molecular markers linked to chewy degree of Chinese
cabbage were studied. The OPA06-1 400 was identified to be linked with chewy degree gene of Chinese cabbage. The ge-
netic distance between the chewy degree gene and the RAPD marker was 24. 8 cM.
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