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Application of EST-SSR Markers in F;, Hybrid Seed Purity Identification of Cucumber

LU Rui, YE Yong-liang, FENG Guo-jun
(Harbin Academy of Agricultural Science,Harbin, Heilongjiang 150030)

Abstract: : In order to find a more convenient methods to identify cucumber hybrid seed purity, this research used cucum-
ber hybrids Hayan 808 and its parents as materials. 102 pairs of EST-SSR primers were used for purity analysis to select
appropriate primers. The results showed that there are two pairs of EST-SSR primers can be used for cucumber hybrid
seed purity identification.
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