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Rapid Coarse DNA Extraction Method for Phytophthora infestans Mycelia

LI Hatjuan,SUN Yin-yin, QUAN Jun-li, SHAN Wei-xing
(College of Plant Protection, Northwest Agricultural and Forestry University, Yangling,Shaanxi 712100)

Abstract: To facilitate large scale analysis and understanding of genetic variation in pathogen populations using PCR-based

molecular markers, a quick, simple procedure was developed for extracting genomic DNA of Phytophthora infestans

from small amount of mycelial tissues. Genomic DNA was extracted using urea-based large-scale procedure and the de-

veloped mint-scale protocol, and the quality was compared by PCR amplification of selected SSR markers, The results

showed that there was no significant difference for PCR amplification of SSR markers between the genomic DNA isolated

using two different methods, and the coarse DNA can also remain stable under —20°C. PCR-based molecular markers are

widely used in population studies of plant pathogens, the developed glass beads-based method is simple, fast, and uses

tiny amount pathogen mycelial tissues, making it possible for large-scale analysis of pathogen population and a better un-

derstanding of pathogen population biology.
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