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GGAACCTTGG AGCTTGCTCC TTTTGGTTTA
CCTGCCTGGC AAATCGGATT AACTCCGGAA
CTCTCCGGAG GTTATACGGA AAGACGGTTT
CATTACTTAG TTGGGGGGGT AACGGCCCAC
GTGGATCGGC CACACGGGAA CTGAAACACG
AAATCTTCCG CATGGAACCC AGGTCTGACG
CGAATCGAAA AATTCTGTTG GGAGGAAAAA
CGGTACCTCA CCAAAAAGCC ACGGTTAATT
GGCAGGCGTT GTCCGAAATT ATGGGCGGTA
TGTGAAAGCC CACGGTTCAC CGTGGAAGGG
GAAGGAAGTT GAAATTCCCC TTGTACCGTG
TGCCGAAGGC AACTTTCTGG TCTGTAACTG
CAGGATTAGA TACCCTGGTA GTTCACGCCG
TCCGCCCCTT AGTGCTGCAG CTAACGCATT
GGCTGAAACT CAAAGGAATT GACGGGGGCC
TGAAGCAACG CGAAGAACCT TACCAGGTCT
GCTTTCCCTT TGGGGACAGC GGTGACAGGT
AGATGTTGGG TTAAGTTCCG CAACGAGCGC
TGGGCCCTTT AAGGTGACTG CCGGTGACAA
ATCATGCCCC TTATGACCTG GGCTACACAC
AACCCGCGAG GGGGAGCCAA TTCCAGAAAA
TTGCCTGCAT GAAGCCGGAA TCGCTAGTAA
TCCCGGGCCT TGTACACCCC CCCCGTCACC
GAGGTAACCA CTTGTGGAGC CAGCCGCCGA
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2.3.2 ljh-5 16S rDNA
NCBI BLAST ,
/ N
Planomicrobium chinense DX3 (NO; AJ697862) . Pla-
nomicrobium k s. WIT024(NO.GQ152129) , Planococcus sp. 1~

15(NO: AJ781718) 1 ¢ 5,
90%, 16S rDNA
. 95%., o
ljh-5 .
5 , 3 1
, Ubc. 1103200821980 ( NO:;

EU844939) , Ubc. 1103200828546 (NO. EU845366) , Ubc.
1103200832268 ( NO. EU845612) ., Ubc. 1103200828826

(NO.EUS845438); 2 , Planococ-

cus sp. YIM C738(NO; EU135677)  Planococcus psych—
rotoleratus (NO: AF324659) ; 3,

, 2 » Planococcus sp.
1~15 (NO. AJ781718) Planococcus sp. EP36 (NO:.
AM403727) ,

’ e o
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C'he. 1103200832268
Ubc. 1103200828826
E P Planococeas.psychrotoleratus
Plunococcus.sp.YTVMCTI8
Planomicrobivm chineaseDX3
609 Plunomicrobinm.sp.ljh-5
Al Planomicrobium K 5. WT024
I—.Planu(maw.;.sp. 1-15
Planomicrobum.sp.G-5
Plunococcuy.sp. EP36
P icrordius.sp. 3057
Pl ferabius.sp EP2N
Pl icrobiws.sp.C88-3
Pl icrabits.sp.EP21
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Studies on Physiological Characteristics and Identification of A Planomicrobium

LI Jian-hui, LU Pan-pan,ZHANG Yaping
(College of Life Science,Shihezi University, Shihezi, Xinjiang 832003)

Abstract: The strain of ljh-5 was isolated from the mud volcano in Xinjiang, with molecular identification of the 16S

rDNA, the highest similarity between the strain and Planococcus was 90%. Combining with the characteristics of strain

and colony, physiological and biochemical characteristics. The strain was identified primarily as a new species of Pla-

nomicrobium. Also the growth characteristics of the strains was studied.
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