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Abstract: Based on the Primer Premier 5. 0 software, a pair of specific PCR primers was designed according to promoter
sequence of CHS gene of Petunia hybrida reported in GenBank(EF199747). A DNA fragment about 0.5 kb was suc-
cessfully amplified with the genome DNA of Perunia hybrid cultivarMidnight”’as template and Taq polymerase as DNA
polymerase. The purified fragment of PCR products was ligated with pMDI18-T vector, and the sequencing result
showed that the length of the promoter of CHS gene of Petunia hybrid was 550 bp. Bl2seq analysis revealed that the se-
quence similarity between the cloned promoter sequence and EF199747 was up to 100%. Online PLACE analysis indica
ted that it contained cis-elements such as TATA -box, CAAT-box, cap site, anther-box, boxl, box2, G-box and
TACPyAT -box. And plant expression vector of pPhCHS: :GUS that fused the promoter of CHS gene of Petunia hybr-
ida and marker gene GUS was successfully constructed.
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