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Establishment and Optimization of SRAP-PCR Reaction System in Populus

CHEN Gang, GUAN Ming-dong YE Jing feng, MA Dong-jingg PAN Wenli LIU Hong -min
(Liaoning Research Academy of Forestiy Sciences Shenyang Liaoning 110032)

Abstract; Taking PopulusX liaoningensis as the experimental materials, the SRAP-PCR reaction system of Populus was

established. By single factor experiments the five impact factors of SRAP were optimized. The results showed that the
optimum system (25 L volumeincluded Mg®" 2.0 mmol/ L, dNTPs 0.2 mmol/L, Tag DNA polymerase 1.0 U, Prim-
er 0.3 “mol/ L, DNA template 30 ng/ L. Then applied this optimized reaction system to detect the polymorphism of 17

Populus materials, it was showed that this system could meet the demands for SRAP amplification in Populus.
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