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, UPGMA 127 . 72.51%.
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2 F1-72, 80% .
2.1 6 DN A 1 23 ISSR
CTAB DN A 1.0% (53
/ / /%
’ ) h h FFl6  TCT CTC TCT CTC TCT CC 9 6 66.67
DNA C 2. FF17  TCT CTC TCT CTC TCT CG 8 5 62.50
FF18  ACA CAC ACA CAC ACA CT 8 7 87.50
FF19  ACA CAC ACA CAC ACA CC 8 5 62.50
FF20  ACA CAC ACA CAC ACA CG 7 5 .43
FI27  AGA GAG AGA GAG AGAG(CT)T 7 5 7143
FI28  AGA GAG AGA GAG AGA G(CT)C 8 4 50.00
FF29  AGA GAG AGA GAG AGA G(CTA 6 3 50.00
FI33  GAG AGA GAG AGA GAG A(CTDT 10 10 100.00
FI35  GAG AGA GAG AGA GAG A(CT)G 8 7 87.50
FI37  CTC TCT CTC TCT CTC T(AGX 9 7 71.78
FI40  CACACA CAC ACA CAC ACAG)C 7 4 57.14
FF4l  CACACA CAC ACA CAC ACAGG 7 6 85.71
FH43  GTG TGT GTG TGT GTG T(CT)C 9 8 88.89
FF47  TCT CTC TCT CTC TCT C(AG)G 6 4 66.67
FI48  ACA CAC ACA CAC ACA C(CTT 6 4 66.67
2.6 DNA FI49  ACA CAC ACA CAC ACA C(CTA 7 5 71.43
2.2 ISSR FES0O  ACA CAC ACA CAC ACA C(CTG 7 4 57.14
FI66  GAC AGA CAG ACA GAC A 9 6 66.67
FF69  GAT AGA TAG ACA GAC A 9 7 71.78
FE72  CT'T CAC TTC ACT TCA 6 5 83.33
FE73  GGA GAG GAG AGG AGA 8 6 75.00
FESI  (GDAGDGD CAC ACA CACACA CA 6 4 66.67
175 127 72.57
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0~50 Gy, , . , 0.30.50 Gy ,
) , DNA . DN A
DN A , ,  DNA
2 6 . . R
M-0 M-1 M-2 M-3 M-4 M-5 , DNA
M-0 1. 0000
M-1 0.7011  1.0000 ’ ’
M-2 0.6149  0.663  1.0000
M-3 0.585 0.7029  0.748  1.0000 ,
M-4 0.672  0.7200 0.6743  0.6514  1.0000
M-5 0.6149  0.668  0.748  0.6300  0.788  1.0000
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Analysis on the Genetic Diversity of Radiated Sedum spectabile Bareau by ISSR

WANG Huamhuan', GUO Churrjing ZHANG Xing® CHE Dardi', WANG Jin-gang'
(1. Department of Horticulture, Northeast Agricultural University, Harbin Heilongjiang 150030; 2. Heilongjiang Academy of Science Har-
bin Heilongjiang 150001; 3. Heilongjiang Natural Resources Research Institute, Harbin Heilongjiang 150040)

Abstract: The aim was to discuss the genetic diversity of Sedum spectabile Bareau obtained by radiation. The genetic rela-
tionship of Sedum spectabile Bareau obtained by radiation with different gradient(0.30.50 Gy) was analyzed by ISSR mo-
lecularmarker technology to determine the genetic diversity among these mutants. 175 bands were amplified with 23 ISSR
primers among 6 kinds of Sedum spectabile Bareau, of which, 127 bands were polymorphic and the polymorphism rate
reached to 72.57%. which showed higher polymorphism. The dendrogram showed that the similarity coeffident among
6 kinds of plants were 0. 5805 ~0. 7886 and the average similarity coeffident was 0. 6846. There were certan differences
on the similarity coeffident between the control plant and radiated plants. The genetic distance between the radiated sam-
ple and the control sample was increased, the similarity coeffident was decreased and the corresponding variation coeffi-
cient was increased with the increment of the radiation dose.
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