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Quantitative Detection of Actin Isoform (PEAcII )Gene Expressions
in Etiolated Seedling of Pea (Pisum sativum ) by Real-Time PCR Analysis

ZHANG Shao-bin', ZHAO Yishi!, 11U Xi', WANG Che', LIU Guo-qin’

(1. Biological Science and Technology College Shenyang Liaoning Agricultural University, Shenyang liaoning 110161; 2. State Key Labora-
tory of Plant Physiology and Biochemistry, China Agricultural University, Beijing 100094

Abstract; Actins are considered the important genes in many living activities. A relative quantification method for gene
expression in pea using real-time PCR analysis was established, and the expression of actin isoform PEAcII genes in eti-
olated seedling was determined using 18S rRNA as the reference gene. The results indicated that the expression level at
1 h become high about 2 times of that at beginnings. With time elapsed, the expression level become dow n, and the ex-
pression level at 12 h become low about 0.6 times of that at beginnings. The expression level of PEAcII in etiolated
seedling w as higher than that in normal seedling in light, and which was about 2.4 times at 8 h. The method in this ex-
periment could be effectively used to detect actin isof orms gene expression quantitatively in pea.

Key words: pea; actin isoform; etiolated seedling; real-time PCR
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