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Genetic Diversity Analysis on Seed Orchard of Pinus tabulaeformis
in the Southern Taihang Mountainous by RAPD Markers

CHEN Jian-zhong', GE Shui-lian, YANG M ing-jian!
(1. Handan Plant Research Centes Handan Hebei 056003 2. Bio-Science Department, Handan College, Handan Hebei 056005)

Abstract; The thesis used RAPD molecule marker to estimate the genetic diversity of seed orchard of Pinus tabulaefor-
mis. The results showed that 11 random primers produced 95 loci in total, 77 of which were polymorphic lod, the per-

centage was 81.05%. The genetic background complexity and diversity of seed orchard of Pinus tabulaeformis were

shown clearly. Neis genetic diversity analysis showed the efficiency number of alleles was 0.3881 and Shannons informa-

tion index was 0.5678 on average. Largely contrast were in Neis genetic diversity and Shannons information index, clus-

tering analy ses result indicated the genetic relationship w as comparatively close and the genetic background w as narrow,

Genetic variation displayed the special disproportion in genome
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