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1 % Rac/ Rop
Gabak No. Gene name( AtRopx, = 1,2,3,4,5,6,7,8,9, 1,0, 11) Desaiption
AY029330. 1 1,2,4,5,6 Nicotiana tébacum Rae like GTPase 1 mRNA, complete cds
AJ250174. 1 1,2,3,4,5,6,7,8,9, 11 Nicotiana tabacum mRNA for putative rac prot éin(rac gene)
AJ222545.2 1,2,3,4,5,6,7,8,9 Nicotiana tabacum mRNA for Rop subfamily GTPase
U64923. 1 1,2,3,4,5,6,7,8,9 Nicotiana tabacum geranylgeryhted protein NTGP2 mRNA, complete cds
AK322386. 1 1,2,4,5,6,9,11 Solanum lycopersicum ¢cDNA, cbne LEFL1037BC07, HTC i leaf
AK324083. 1 2,3,4,5,6,7,89 Solanum lycopersicum ¢cDNA, cbne LEFL1071AH11, HTC in leaf
AK329394. 1 1,2,3,4,5,6,8,9 Solanum lycopersicum ¢cDNA, cbne LEFL3141A20, HTC in root
AK325596. 1 1,,2,3,4,5,7,8,9 Solanum lycopersicum ¢cDNA, cone LEFL1098CCO05, HTC in leaf
DQ257288. 1 1,2,3,4,5,9 Capsicum annuum Rho mRNA, complete s
AK323507. 1 2,3,5,6,8,9 Solanum lycopersicum ¢cDNA, cone LEFL1058BF12, HTC in leaf
AK327463. 1 2,3,5,6,89 Solanum lycopersicum ¢cDNA, cone LEFL2030C22, HTC in fruit
BT012810. 1 2,3,5,6,89 Lycopersicon esalentum done 113830F, mRNA sequence
DQ450841. 1 2,3,5,6,9 Solanum chacoense Rae like GT P binding proteinl RACI) mRNA, complete als
AJM96226. 1 2,3,4,5,6,8,9 Nicotiana tsbacum mRNA for putative rac prot énrac2 gene)
U64924. 1 2,3,4,5,6,8,9,11 Nicotiana tsbarum geranylgarmyhted proten NTGP3 mRNA, complete cds
AK328696. 1 7,8,9 Solanum lycopersicum ¢cDNA, cbne LEFL3032D19, HT C in root
AK319400. 1 8 Solanum lycopersicum ¢cDNA, cone LEFL1020DE02, HT C in led
AJA96227. 1 8 Nicotiana tabacum partid mRNA for putative rac protein(rac3 gene)
AK325103. 1 9,11 Solanum lycopersicum ¢DNA, cne LEFL1091CEO7, HTC i leaf
AJ96228. 1 11 Nicotiana tzbacum mRNA for putative rac prot éin( rac4 gene)
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Study in Bioinformatics of the Cell Signals Regulation of ROPs Gene in Sol anaceae

LIANG Qiwxia', HUANG Qur-ce', CAO Gang qiang?, YING Fang qing’, LIU Yan Bo’>, HUANG Wen?

(1. Henan Province Key Laboratory of lon Beam Bioengineering, Zhengzhou University, Zhengzhou, Henan 450052; 2. Department of Bioengt
neering, Zhengzhou, Henan 450001; 3. Zhengzhou City Instiute of Vegetable, Zhengzhou, Henan 450000)

Abstract: The plant sufferd not only the effector of enternal environment conditon during the growth, but also the SOS

response to the outside of signals by itself the system of regulation. These are the signaling response system of the cell &

dapting to itself surroundings. Only those cells are best able to live in the environment for surviving, conversely nobody

can change it. Rops gene belong to the special signaling modulation gene of the cell in plant. This paper introduce the re-

search progress of Rops gene in solanaceae for the present.
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