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Fig. 5 The expression of CAT, TRX and DHAR
in Puccinellia tenuiflora under NaCl stress
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Physiological Response and Mdlecular
Mechanism of Puccinellia tenuiflora under NaCl Stress

WANG Lei WU Ll QU Yuejun LV Cheyan ZHENG Wei, JIANG Ting-bo
(Key Laboratory of Forest Tree Genetic Improvement and Biotechnology of Ministry of Education, Northest Forest University, Harbin Hei-

longjiang 150040)

Abstract; The changes of POD, SOD, MDA and Pro in Puccinellia tenuif lora were investigated under NaCl stress. The
results showed that SOD activity was enhanced gradually, and then weakened. The peak value of SOD was appeared at
the 6th day under NaCl stress. The POD activity showed a steady growth trend, but increased rapidly at the 10th day.
The proline content was higher than the control. Besides that MDA content at the 4th day was higher than control, MDA

content was no significant differences with control during other days. Real-Time PCR demonstrated that the transcript

level of CAT, DHA R, TRX was higher than the control. The expression of these genes played an important role in pre-

venting ROS harm to Puccirellia tenuiflora.
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