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Study of Pollen Chromosome Doubling of Asiatic Hybrids Avignon

SUN Xiao-mei JIA Lian, YANG Hong guang, CUI Wenrshan, WANG Yabin
(Shenyang Agricultural University Forestry College, Shenyang, Liaoning 110161

Abstract; The methods to doubled pollen chromosome of Avignon were studied. Using flower buds of Avignon as mate-
rials, the meiosis processes of pollen mother cells were observed. In order to know when 2 n pollen could be induced the
relations between flower buds length and pollen mother cells developmental stages were studied. Then it induced dou-
bling pollen chromosome with various concentrations of colchicines in different treatments. The results indicated that the
best time for 2 n pollen induction was that the length of flower buds was 1.0 ~2.4 em. The highest percentage of unre-
duced pollen obtained by treating flower buds for 3 days with 0. 1% colchidnes was 33.2%.
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. 1.2.4 PCR
BG-11 2g/L BG-11 1.5% 1X TBE ,
, ( 25°CG, 400 Pmol ° PD V, 2”3, ,
mZ>°s ) , DNA. EB 30 min, 10 min,
1.2.2 DNA CTAB " .
DNA, DNA 1.5% . , I 0.
Nei Li(1979) 4 .
50 ng/#1, —20°C PHYLIP . UPGMA
1.2.3 ISSR 100 ISSR 2
. PCR : 2.1
25 11, 10X PCR buffer 2.5 #I, BG-11 , . .
25 mmol MgCPk 1.5 #L, 2.5 mmol ANTP 1.5 #L, 5 #mol
1.2 ML, Tag DNA 0.25 1., DN A , 4
15 ng, 25 PL, PCR , s
94°C 3 min; ,uT 30 s53°C , 2.
2 4
CS . 5~18#m 2 N 2
JA . 8~ 15m 2 .1 B 2 B
YY . 6~13Mm 2 .1 B
X B 5~11Hm . 2 .1, B B
2.2 ISSR
100 ISSR DNA
. 9 ISSR
4 DNA  PCR \ 3
. 9 4 DNA
98 10.89
57 58.2%;
, 4 19
100 ~2 000 bp.
DNA , ISSR
1 1 857C ).848C ) 8(C )
3 9 ISSR 4 PCR 2.3
Nei L 4
/% C &), PHYLIP
808 (AG)gC 19 8 2.1
826 (AC)sC 16 1 68.8 UPGMA C 2.
835 (AGXRYC 8 5 62.5 4 0.1852 ~
842 (GAYG 7 4 571 ’ :
848 (CA)§RG 9 7 7.8 0. 9355, 0.069 . CS
851 (CA)gRG 10 6 60.0 JA 0. 1852, ,
855 (A8 YT 9 5 55.6
857 (AO8 YG 16 7 43.8 ’ ’ ’
858 (TG)g RT 4 4 100. 0 2 y ; CS
98 57
7ZX. JA 7ZX. CS YY
:R= (A, G); Y=(CT).
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Study on Genetic Diversity of Apatococcus lobatus Isolated
from Valencia Orange Green Spot Disease

WANG Da-ping
(Institute of Life Science and Technology, Chongqing University of Arts and Sciences Yongchuan Chongqing 402160)

Abstract; Four isolates of Apatococcus lobatus were achieved from Valencia orange green spot disease in different areas.

Their phenotypes were studied. And the genetic diversity of 4 strains Apatowaus lobatus were analyzed by using ISSR
techniques. The results showed that the four isolates of Apatococcus lobatus had phenotypic difference and abundant di-

versity. Among the 100 random primers tested 9 primers were found to generate distinct DN A fragments. There were
98 bands among 4 isolates of Apatowccus lobatus and 57 bands(58.2%) belonged to polymorphism bands. Genetic dis-
tance was 0. 1852 between CS strain and JA strain of Apatocwaus lobatus, which had the most genetic comparability.

While a little genetic comparability was also observed between its and YY strain of Apatococcus lobatus, ZX strain of

Apatococcus lobatus, and its had a distinct differentiation. The results of ISSR analyses showed that there were differ-

ences in their gene types, but also genetic diversity in isolates of Apatococcus lobatu from V alencia orange green spot dis-

ease.

Key words: valencia orange green spot disease; Apatocwaus lobatus; ISSR; genetic diversity
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