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Optimization of the Inter-simple Sequence Repeat Reaction System and Its
Verification in Ping’ ou Hybrid Hazelnut

WEI Xin', WEI Yong-xiang', WANG Ying?, LIU Cheng!, WANG Xing-dong', DONG Wen-xuan®
(1. Liaoning Fiuit Reasearch Institute, Liaoning Xiongyao 115009 2. Horticultural College of, Jinlin Agricultural University, Changchun, Jilin

130118; 3. College of Horticultural Shenyang Agricultural Vniersity, Shenyang Liaoning 110161)

Abstract: The optimization of main influential factors of ISSR reaction system about the ping’ ou breeding strain 8-6 was

studied with primer 5 -(AG )s (AGC)C-3’ . The results showed that the optimum concentrations of components such as
template DNA, Mg, Buffer, primer, Tag DNA polymerase, dNTP in 20 L reaction system were 2.5 ng/ L 1. 875
mmoV/ L, X buffer (without Mg® ), 0.3 #mol/L, 1 U, 200 #mol/ L. Amplifications of 15 ping’ ou breeding varieties

(strains)of hazelnut were achieved using this optimum system.
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