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( 2
) ,37C 5h,8C  4h47C
1.3.2 0.5 0.2mL
( 3 ) . PCR
:94C  2min;94C 30s5%C  30572C
80 s, 30 ;72C  5min.
1.3.3 TE buffer 1 20
AFLP 64 ,
0.5 0.2 mL
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% C2 min; :94C30s,65C30 s 72°C
80 s; 0.7C 17 12
; 2B .94°C305,55C30 s,
72°C80 s; 72°C 5 min,
1.3.4 PAGE
AFLP 64 8

E-AAG+M-CAA, E-ACA+M-CAA, E-AAG+M-CAC,
E-AAG+M-CAG, E-AAG+M-CAT, E-AAG+M-CTG,

E-ACA+M-CTT E-ACG+M-CTT. 4.0%
100 mL 10% 500 #L.  TEMED
100 “L BioRad 3000 110 W
2.5 h. » MD Storm-820
2 AFLP ( 20 ML)
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DNA ( : 50 ng/ L) 4
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/HL
DNA( ) 2
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dNTPs 1
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AFLP-Water 18
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2
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Msel ( ) 1 4, | )
Taq DNA polymease(2 U/ L) 0.5
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DNA
, DNA
, DNA
DNA
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DNA ,
( 4 ) ( 6
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1.0% , DNA
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[ 11-12
1
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AFLP  RAPD.PCR . AFLP
EcoRI : E-FAAC. EAAG. E-ACA.
E-ACT.E-ACC.E-ACG.E-AGC EFAGG 8 ;Msel

: M-CAA. M-CAC. M-CAG . M-CAT . M-CTA .
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Establishment of AFLLP Analysis System and its Application in Chaenomeles

YIN Chang-hong MA Yan, ZANG De kui
(Forestry College Shandong Agricultural U niversity, Tai’ an Shandong 271018)

Abstract; Twenty -nine cultivars in the genus Chaenomeles were used as materials to establish the A FLP (A mplified Frag-

ment Length Polymorphism ) reaction system for studying the relationship and genetic diversity in flowering quince

resources. The AFLP analysis system was established by detected the results of several reactions such as DNA extrac-

tion, enzymes restriction, pre-amplification and selective amplification; the main factors which affected AFLP analysis
were analyzed. Fight pairs of primers, E-AAG+M-CAA, E-ACA+M-CAA, E-AAG+M-CAC, E-AAG+ M-CAG,
FE-AAG+M-CAT., E-AAG+M-CTG, EFACA+M-CTT, and E-ACG+M-CTT, were selected to selectively amplify

the genomic DN A of the cultivars, and clear amplification bands were obtained. The results suggested that the reaction

sy stem was good for Chaenomeles AFLP analysis.

Key words: Chaenomeles; AFLP; extraction of DNA; primer combinations

119



