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Abstract; Four improved CTAB methods were used to extract genomic DN A from mature leaves of Celtiskoraiensis Nak ai
and the extraction effect of the 4 methods was compared. The results showed that the 4 methods obtained no browning
and intact genomic DN A. T he method 2(ow wncentration ethanol and high salt were used to remove polysaccharide) and
4 (only low concentration ethanol was used to remove polysaccharide Jhad the better effect of removing polysaccharide but
with lower DNA concentration than the method 1 and 3. The ISSR amplification results showed that the genomic DNA
extracted by the 4 methods could be used for ISSR amplification but the DNA from the method 2 and 3 had the better
effect of ISSR amplification than the other three methods.
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