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Table 1 Inheritance rehtivity of earliness traits for F, population
First-flow ering Node of
Fruit stage Matre stage Days of flowering Fruit number
dates the first flower
to maturale of early stage
Node of the first flower 0.493 " " 1
Fruit stage 0.531 * >~ 0.417 * * 1
Mature stage 0.393 * * 0.239 * * 0.589 * * * 1
Days of flowering to maturate —0.248 " * —0. 074 ¢ 0.271 % * 0.761 * * * 1
F ruit number of early stage —0.296 " * —0.112* % —0.080 * 0.032* 0.229 * * 1
Average weight of single fruit 0.170 * * 0.011 * —0.105** 0.043 * 0.076 * —0.398 * *
BN 0.01.0.1.0.5
Note: *, **, *** idcate significance at the 0.0, 0. land 0. 5 level of probability level respectively.
2 F2
Table 2 Eatdiness traits of F» population and test of nomality
Kurtosis Skew ness Average value Variane Stand ard deviation
First— flowering dates —0.6195 —0.0495 72.21 4.641 2.145
Node of the first flower 0. 7650 0. 4965 8.209 0.629 0.789
Fruit stage 1. 4467 0. 8243 83.23 3.612 1.892
Mature stage —0.3468 —0.4379 118.27 13.33 3.635
Days of flowering to matrate —0.279 —0.0203 46. 16 12.57 3.530
Fruit number of early stage —0.4577 0. 3822 16.42 13.11 3.606
Average weight of single fruit —0.4105 0. 1145 90. 04 244.8 15.58
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3 F> QTL
Table 3 QTL information for eadiness traits of F, population
OTL 10D
Trait QTIName  LODSwres  Marker Interval Marker Distance/ cM Vriance Additive
First flowering dates qSSR-17¢ 2.3 SSR128-TOM BI923336 0.715 4.40 —0.0188
gSSR-1g0 2.3 SSR40a-TOMTC153573 1.29 4.37 —0.422
qLEaat 1gs 2.28 LEaat006 LEaat008 1.927 4.23 —0.701
Node of the first flower gSSR—1g 2.63 SSR40a- TOMTC153573 .29 5.88 —0.276
qTOM-1g9 2.62 TOM BI928480 TOM AW 616118 3.691 5.73 —0.216
qLEat sl o 2.79 LEat016-TOM TC154854 1.069 5.29 0. 878
Mature stage qTOM-195 2.62 TOMBI92475F TOM AW 616118 2.22 12.27 1. 326
qSSR 1111 3.08 TOM BI92603 6a- 53186 1.317 12.48 0.413
Days of floweiing to maturate qTOM-195 2.83 TOMAW 616118-TOMBI924757 2.22 11.72 —0.134
Fruit number of early stage gSSR179 2.65 TOM TC158504-SSRd0a 2.79 12.02 1.27
Average weight of single fruit qTOM-130 3.13 TOM TC154506- TOM TC154210b 5.653 22.43 5. 54
qSSR-143 2.52 SSR43a- TOMTC1644 55 3.00 22.26 —3.22
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Fig.1 Location of QTLs detected for earliness correlation traits in F populations
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Correlation of Earliness Traits and QTL Mapping in Processing Tomato
WEI Jiang-jing's TIAN Liping's WEI Yirnong% JIA Jun-zhong', ZHANG Chao', XUE Lin’
(1.College of Life Science, Shihezi University, Shihezi Xinjiang 832000; 2. College of Agriculture Shihezi University, Shihezih Xinjiang 832000
3.Shihezi Vegetable Institute, Shihezi Xinjiang 832000)

Abstract; 185 F2 segregating population which were derived from a cross between TD-13 and TD-41 were used to analyze
the correlation of earliness traits between grow th periods. And QT Ls detection of these traits were employed in this pop-
ulation. The results showed that the days of maturity were positively correlated with the days of first flowering, first
flowering node, fruiting period, the days from flow ering to maturity, but no correlation with fruite number, average
weight of each frute. A total of 12 QTLs were detected by composite interval mapping, including 3 QTLs for the days of
first flowering and first flowering node; 2 QT Ls for maturity and average weight of each fruite; 1 QTL for flowering and
the days from flowering to maturity.

Key words: processing tomato; earliness; correlation; QT L mapping

11



