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Study of Vegetative Storage Protein in Melia azedarach L.

MENG Churnrxiaos GAO Zheng quan
(College of Life Sciences Shandong U niversity of Technology, Zibo, Shandong 255049, China)

Abstract; Vegetative storage proteins(VSPs)Jin the Melia azedarach 1. were identified by using optical microscopy and
SDS-PAGE. Under optical microscope, deep blue masses in a granular appearance w ere observed in the secondary xylem
parenchyma cells of the dormancy season barks after stained with mercury-bromophenol blue. However, there was no
granular protein in the development season barks. Compared with SDS-PAGE results of the development season barks
there were six 12 30 32, 38 40 53 kD major proteins expressed in the dormancy season barks, which was probably the
vegetative storage protein of Melia azedarach 1..
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Study of Defensive Enzyme in Tomato Induced by Trichoderma REMI Transformants

LIU Xian', ZHAO Yan', GAO Zeng gui’, ZHUANG Jing-hua’, GUO Petlei'
(1. College of Bio-science and Technology of Shenyang Agricultural University, Shenyang, Liaoning 110161, China 2. College of Plant Protec-

tion of Shenyang Agricultural Universitys Shenyang Liaoning 110161, China)

Abstract; A series of defensive enzyme, PAL, POD, CAT and SOD in tomato plant induced by Trichoderma REMI
transformants were studied. The results showed that the activities of PAL, POD and CAT in tomato induced by Ttrm55

were great different from other transformants except SOD. SOD activity in tomato stimulated by strain Ttrm55 was
higher than that induced by others. The CAT, PAL activities induced by Ttrm31 were higher than those by other trans-
formants, but lower in SOD and POD than those by others. POD and PAL activities were higher in tomato induced by

Ttrm34 than other enzymes, but contrary in other enzymes.
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