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Optimization and Establishment of SSR Analysis Method in Kernelled Apricot

Abstract; Using orthogonal design and single factor trial, four factors including MgZJr

Al Peng-fei FANG Shanrshan ZHEN Zhi-jun, JIN Zhanzhong
(College of Biological Science and Engineering. Hebei University of Science and Technology, Shijiazhuang, Hebei 050018 China)

s ANTPs primers as well as Taq

polymerase were screened and optimized in order to establish SSR reaction system in Kermelled A pricot(Armeniaca vul-
garis Tam. ). The results showed that 1.5 mmol/L MgH, 1.5 U Taq polymerase, 0.2 mmol/L dNTPs, 0.25#mol/ L

primers were the optimal conditions in the SSR-PCR reaction of 20 L volume. The optimal annealing temperature was

about 5 °C less than the least Tm. Through the optimized reaction system, SSR fragments of 24 Kernelled Apricot

samples could be obtained, and the polymorphism between different samples was abundantly detected by 2% agarose

gels which showed this system was suitable and stable.
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