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Table 1

dNTPs Mg

Factors level table of orthogonal design

Factors
dNTPs Mg2+ Taq DNA
Primer /Pmol ° Template
/Pmol * L1 L1 L1 /U° QL)1 /ng° (20101
0.1 160 0.5 1 60
0.2 120 1 0.5 20
0.3 200 1.5 2 40
0.4 80 2 1.5 80

1.2.3 RAPD PCR .94 °C
5 min; 94 C 1 min, 36 C 1 min, 2°C

1 min, 35 ; 72°C 10 min.

1.2.4 RAPD 1. 2%

Level
( Final

/mmol ° Po lymerase

ncent ration)
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Table 2 The table of L;4(4%) orthogonal design 2.1 DNA
Factors DNA SDS
N P INTP . Taq DNA y ( 1 )
* et ’ Me Polymerase Template ’ 0.8 °
1 1 1 1 1 1 DNA , DNA ,
2 1 2 2 2 2 R RAPD 3
3 1 3 3 3 3
4 1 4 4 4 4
5 2 1 2 3 4
6 2 2 1 4 3
7 2 3 4 1 2
8 2 4 3 2 1
9 3 1 3 4 2
10 3 2 4 3 1
11 3 3 1 2 4
12 3 4 2 1 3
13 4 1 4 2 3
1 SDS DNA(1~10 DNA)
14 4 2 3 1 4
s 4 3 ) 4 1 Fig. 1 Extracted DNA of using SDS method
16 4 4 1 3 2 (1~ 10 were genomic DNA of different pepper leaves)
2 DNA RAPD-PCR
Fig. 2 The orthogonal design results of pepper genomic DNA RAPD-PCR
2.2 RAPDPCR .
5 4 , 16 ) DNA . DNA ) DNA
2, 16 , 13 . DNA ,
(1.2.3.4.5.6.7.8.9.10.11.12.13) , . DNA
’ ’ ° ’ s ) °
» 13 , 7 3
RAPD s Table 3 Optimzed extend system
. 5 2. Component Addition amaunt/ L
ddH,0 12
3.5.6.7.8.9.11 (1 500 bp) , 10 Bufior )
7 (550 bp) s , MeCly 2
RAPD 3 dNTP 0.8
1
3 TaDNA 0.2
DNA SDS  .CTAB . DNA 2
20
pH 3, .DNA
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Fig. 3 The application effect of RAPD-PCR reaction system in different pepper varety
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Genomic DNA Extraction and RAPD-PCR System Optimization of Hot Pepper

ZONG Xianrchun®3, XIE Libo% GUO Ya-hua’ LI Jing-fu’, ZHANG Yong-le'
(1. Department of Biology, Mudanjiang Teachers College, M udanjiang; Heilo ngjiang 157012, China; 2. Heilongjiang A cademy of Agricultural
Sciences Harbin Heilongjiang 15006, Ching 3. College of Horticulturg Northeast Agrcultural University, Harbin Heilongjiang 150030
China)

Abstract: Hot pepper were used to extract genomic DN A by using the improved SDS method, concentrations of several
important components in RAPD-PCR conditions were optimized through the orthogonal method. RAPD-PCR system of
stability and reproducibility were established.
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