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Fig. 1 Constuction of transformation vector
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Fig. 3 The selection of kanamydn concentrations on M's medium
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Selection and Identification of Transgenic Brassica campestris L. ssp.
Chinessis var. purpurea Tsen et lee. Harboring Arabidopsis ARF8 Gene

YAO Yan LIU Shunrzhi WANG Zhenrchun WANG Xiao-lan, HUANG Zhi-wei, TIAN Chang-en
(College of Life Scienca Guangzhou University, Guangdong, Guangzhou 510006 China)

Abstract. Arabidopsis Auxin Response Factor 8 (AtARF8) gene could weaken the apical dominance and improve side
sprouts growing when it is overexpressed. To increase the quantity of plant side sprouts and improve plant yield
AtA RF8 gene was transferred into Brassica campestris L. ssp. Chinessis var. purpurea Tsen et lee through the floral dip
method. 3 400 candidate seeds were collected from transformed plants. These seeds were cultured on the kanamycin-con-
taning medium in which antibiotic concentration was determined as 250 mg/L through screening for concentration.
Km-resistant plants were selected in the medium. Result of PCR showed that 3 of the kanamycin-resistant plants were
transgenetic plants in which A4 FR8 gene had been integrated into the plant genome. The ratioper ent of transforma-
tion is about 0. 1%.

Key words: Brassica campestris 1. ssp. Chinessis var. purpurea Tsen et lee. AtARF'8; Floral-dip transformation; Trans-
genic plant
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