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The Aone of ACS2 Gene of Petunia hybrida and the Construction of Its
Antisense Repetion Expression Vectors

HUANG Feng-lan*?, XUE Gui-bin®, MENG Fanjuan', YAN Xiu-feng'

(1. College of life Science, Northeast Forestry University, Haibin Heilongjiang 150030 Ching 2. College of Life Science Inner M ongolia Uni-
versity for the Nationalities Tongliao, Inner Mongolia 028000 Ching 3. College of Life and Environmental Sciences Harbin Nomal Universi-

ty, Harbin, Heilongjiang 150080, China)

Abstract; Used the method of touch down PCR, the ACS2 gene was cloned from DNA of Petunia hybrida. At the same
time, its gene sequence DQ)090003 was obtained in GenBank, the antisense repetition of 4ACS2 linked the plasmid pBI-121

by use of one step. In the result, the expression vector having antisense repetition gene was constucted.

Key words: Petunia hybrida; ACC synthase; Antisense repetition expression vectors; Touch down PCR; One step
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