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Single-Strand Conformation Poymorphism and Its Application in Plant Research

LI Yuamryuan

(Department of Bio-engineering, Weifang Collegs Weifang, Shandong 261061, China)

Abstract: Single-Strand Conformation Polymorphism (SSCP) is a simple and sensitive method to detect polymorphisms.

In recent years, this method has been widely used in plant research. In this paper, the principle, methods, characteris-

tics and affected factors of SSCP were simply introduced. And the applications of SSCP in plant research were reviewed.
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