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No of Taxa 8: Gap/Missing data: Pairwise Deletion; Codon Positions:
Noncoding; Distane method: Nucleotide: Kimura 2-paramet er( pairwise dis-
tance); Tree making method: Neighbor jining; No. of site: 464; No. of Boot-
strap replication= 1 000; SBL= 0. 17116118

Name 1TS1 5.8 1Ts2 ITS

1 Ninggi Nol 252(68.3) 154(55.8)  225(69.3) 631 (65.6)
1 Ninggicai Nol ~ 25369. D 154(55.8)  225(68.9)  632(65.8)
Danaye 25268.6) 154(55.8)  225(69.3)  631(65.8)
2 Ningqgi No2 198(55.6) 154(51.3) 207(58) 559G55.3)
Xiaomaye 25067.6) 154(55.8)  225(69.8)  629(65.5
YX-1 24166.4) 154(55.8)  225(68.9)  62064.7
88028 198(55.6) 154(51.3) 207(58) 559(55.3)

88024 25469.3) 154(55.8)  225(69.3) 633(66)
Average for all 23765. D 154(54.7)  221(66.4)  61263.0)

Gt+cC . Note G+C content in bradkets.

ITS 633 bp ITS1,5.88S
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Table 2 The charater of ITS sequence of 8 Lycium
Sequence Conservel sites / % Varidble sites/ %5 SV sv

ITS1 154/ 254(60. 6) 100/ 254 (39.4) 37719

5.8 140 154(90.9) 14/154(9. D 6/8

1Ts2 179 225(79. 6) 46/ 225(20. 4) 44

total 47% 633 (74.7) 160/ 633(25.3) 67/31

Note: Gap ( ) missing( ) ; Conserved site ; Varidble site;
5 Si: Number of transitional pair: 5 Sv: number of transvertional pair:
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Study on the Genetic Relationships of Male Sterility in Lycium linn and
Lycium barbarum L.by nrDNA TTS Sequence

SHI Zhi-gang, AN Wei CAO Youlong
(Ningxia Wolfberry Engineering and Technology Research Center; Yinchuan Ningxia 750002 China)

Abstract: Genomic DNA from wolfberry leaves extracted by modified CTAB method were regarded as templates for PCR
amplification by synthetic specific primer, cloning and sequencing. The ntDN A ITS sequence of male sterility “YX-1” and
other 7 Lycium barbarum L. measured in Lycium Linn were investigated . The study aimed to identify the genetic rela-
tionships of Male sterility in Lycium linn. and Lycium barbarum 1.. Result showed that the ntDN A ITS sequence of male
sterility “YX-1” and other 7 germplasms measured in Lycium Linn was ganed for the first time, the variation length of
the whole ITS sequence was 559 to 633 bp and average of 612 bp, based on ntDN A ITS sequence, male sterility “YX-17
of Lycium Linn. had difference with other 7 Lycium barbarum L., genetic relationships were closer to 88024, a tetra-
ploid on molecule level, the ITS sequence may be one proach to determine the germplasm in Lycium Linn. Sequence a-
naly sis based on ntDNA sequendng provided a new approach to identify the genetic relationships of Male sterility in Ly -
cium Linn. and Lycium barbarum 1.

Key words: L ycium Linn; Internal transcribed spacer; Measure the sequence of DN A; Identification
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