AL A& T 2000 1D 181 ~ 184

x| fE, A

(1. s 663000; 2.

RAPD

P18 AR AARAGRAE £ R MHEITT RAPD 247, 76 £ BA KR PEIK e
FoAb, H 2 X4E A RAPD ARICH AR A9 DNA 154 B 545 R DUS WX 90 F A FIRE, BFE
W14 551 38 1R &%, AP S5BET 1065, 25808 B.65% EHRSE5RH
W R4k, B S AR A Z MR AR £ F 0. 3 RAPD ¥ 384 R 37 BE 07, X 18 ME
AT R 4K, L5y B ER 27, S0 AR A LA 7 HEA A, 5 RAPD KA
DUS MK 7TVA 5T A 452 Ptk k2 2 3 S0 AP ey 45 4.

H ; DUS; RAPD
:5682.2°9 A
(- )
. RAPD
24, RAPD 18
DNA ,
1
1.1
(Lilium longi florum ) (L. for-
molongi) 18
C D.
; RAPD-PCR
1.2
, —80°C

: XME(1977), B, Bl 3R BLAK AL AL AT R
H AP BIF KA R AR AR E-mail: liuwei00780 @126. com.
: BREFHA962), B, W, g, ARFERAFT AL AL
WA RAF 5T AR,
s TR CEAHECR T8 RE (2002C20129).
: 2009— 05— 20

22 R 3
= . /*U JE‘ %
51025 3. 650091
. 1001—0009(2009) 11— 0181—04
, CTAB ! DNA.
:dNTPs 120 #mol/L.Tag 1 U.

0.3 “mol/ L.Buffer(  Mg” 15 mmol/ L)2.5 L.

DNA 20 ng.DdH20 18 YL, 25 L. RAPD
:94°C 2 min.94°C  205.37°C
0s.2C  1.5min.40 2°C 10 min,
4°C PCR )
12 1L s PX2 Thermal Cycler
PCR ) 2
1 18
DNA DNA
01 172 LX f 10 L
0 K2—4 F 11 482 LX
03 N F 12 M F
04 N2—6 ¥ 13 6l LX
05 M2—9 F 14 59 LX f
06 06 L 15 C F
07 462 LX 16 2000— 14 LX f
08 K1—4 F 17 K F
09 Q13 F 18 K2—7 F
L 3 F Note: L (Lilium. longi florum); F: (L. fornolongii).
1.4% (100 mL 1X TBE
l.4¢g ), EB 0.5 g/ ml,
mark, 1XTBE s 5 V/cm,
1.3
b 1’
0. (P):
P=n/ m><100% (n. s m:
)3
(Genetic Similarity ) (Genetic Distance); GS=

n/m; GD=1—GS.

SPSS
181



) ’ AL T 200011 181~ 184

K27 Kl-442 6L,C M

2 0 8 H 619
2.1 RAPD 61 N26,61 N, 46-2
2 DNA 150 10 °
150 14 .
. (
2). . .
. 14 u— W W, —— D — - — — —
142 s 8~14 R Rullod Bok & BBl k. $ufid ol oy
Py 10.1 D) —-——-—"—',-——--—.--—--—--E
106 7.6 74. 65 %, s
, . 716 100 %,
0
H15.136 50%, B 3L s AN EE A EENE
18 ’ RAPD RAPD ¥ 18 Ei% (M F R Marker)
DUS
s DUS o L14
143 18 1.2,
1.2 , M2-9.K1-4.48-2
2 .
/% B2 siLExISAMNEAARARY
12 AGCGCCATTG 10 8 80.00 RAPD ¥ 8 B (M %37 Marker)
14 AAMGGWGACA 12 10 83.33
LI2 CAAT(GCCGT 9 7 71.78
L4 CCCCOGTAAC 9 7 71.78
L2 CCCGCTTTCC 1 8 nn ¢ 3) 4 .
126 CCCAGCTAGA 10 8 80.00 K2-7.N.K1-4.K2-4.N2-6. . ;K
128 CACCGTATCC 10 7 70.00
136 GGACGGCGTT 14 7 50.00 sMLC.17-2.59 ; 00-14.48-
L43 TCCWCAGTG 9 8 88.89 2.61.46-2.M2-9.Q1-3 .
716 C@CCGGTAA 1 1 100. 00
735 AGCCGTTCAG 12 8 75.00
Hi4 GTGACGTAGG 8 7 87.50 52‘7 1:
HIS GGGTAACGCC 8 4 50.00 Fisd 5 D i_
HI6 CAATMGCCGT 9 6 66.67 K2-4 3
142 106 74.63 R :
AR F— 1
2.2 RAPD KR 10
n 11
SPSS , 1
wa s |
C 3 . 59 17 |
C 3, 0.170 ~0.513 0. 368, e |
K27 N . 61 <l 1 —
; 0.487~0.83 , 0.632, 2’;’:2 ‘;
» K277 N H s fom 1:1 5 16 1é 20 25
3 RAPD

1.812)94-2015 China Academic Journal Electronic Publishing House. All rights reserved. http://www.cnki.net



AL A& T 2000 1D 181 ~ 184 . .

3 18 ( . )
KI—4 K24 M-29 QI3 N2 6 K27 6 K M N C 0014 462 172 9 482
753 .735 .598 .553 L1712 755 .710 487 .59% .636 714 .630 . 556 504 .552 .591 . 604
Kl1—4 247 L7137 .45 584 755 104 809 .531 .47 .40 L7195 .634 . 560 .534 571 .596 .657
K2—4 . 265 .263 .726 . 636 L7138 . 676 .750 .626 .625 .633 .703 .657 .614 .655 .570 577 v
M2—9 402 .355 .274 .726 . 664 .638 LT04 .620 .632 .612 .676 .607 . 650 L7718 . 607 .545 . 655
Q-3 .M7 416 .364 .24 576 .58 .569  .672 .58  .637 .50 .576 .66l .730 .67 .569 .60
N2—6 .228 L 245 .262 .336 424 .794 LI3R2 .500 . 606 .613 .701 .670 .553 .516 .550 .586 .583
L 245 .296 .324 .362 472 . 206 700 .517 . 609 .48 L7158 .657 . 584 .520 .582 .574 .617
K2—7 .290 .191 .250 .296 431 . 268 .300 .586 .629 .621 .830 .615 545 .602 .556 .611 .653
61 .513 . 469 .374 .380 .328 .500 . 483 414 512 .584 504 .552 . 607 .84 579 .587 .627
K L404 .353 .375 .368 412 .394 .391 .37 .488 .568 .631 .591 .593 .528 571 .584 .657
M 364 360 367 .38 363 .387 .32 .379  .416 .43 624 .800 .676 .600 .727 .677  .604
N . 286 .205 .297 .34 470 .29 L2242 170 .496 . 369 .376 .618 .574 .548 . 587 .596 .673
C .370 . 366 .343 .393 424 .330 .343 .385 .448 409 .200 .382 .639 .555 .654 .688 .613
00—14 .44 .40 386 .30 .39 .47 416 455 .33 .07 .34 4% .36l 6% 718 .636  .725
462 49 466 345 282 210 484 480 .398  .196 .42 .400 .42 .445 .30 595 .89 673
17—2 448 .429 .430 .393 .383 . 450 .418 .44 421 .423 .273 413 .346 282 .405 L7125 . 660
59 409 404 423 455 431 .414 .46 389 .413 .46 .23 404 312 364 .41l .2T5 660
48—2 .39 .343 .288 L35 .391 417 .383 L3347 .373 .343 .396 .327 .387 .275 .327 L340 .340
3.1 DUS ,
y o
. , RAPD
o , 18 PCR
g . s ,
s
R , RAPD . DUS ) RAPD
’ ’ °
’
. [ : - .. (M] .
’ , 2005:21.
’ [2 Rajasekar S, Fei S H, Christians N E. Analysis of Genetic Diversity in
’ Rough Bluegrass Determined by RAPD Markers| J] . Crop Sciene 2006, 46
o (D: 162-167.
y y [3] Shasany A K, Darokar M P. Dhawan S, et al. Use of RAPD and
AFLP Markers to Identify Inter- and Intraspecific Hybrids of Mentha[ J] .
’ Joumal of Heredity, 2005, 96(5); 542-549.
’ ° [4 Nkongolo K K. Michael P, Demers T. Application of ISSR, RAPD
3.2 DUS and gtological markers to the certification of Picea mariana, P. glauca and
P. engelmanni trees, and their putative hybridy J] . Genome 2005, 48(2);
302311
. 199 4 23 13 oo LM
. . . : , 2001
( International Unionfor the Protection of New 4 Dy
Varieties of Plants, UPOvV )™, 2007,
(Distinctness) (Uniformity ) [7 , . [ M]. : .
(Stability ), DUS. DUS 1999.
, [ s v
[J. , 2002 24(D: 35-40.
. DUS ,
[9 , . - (.
DUS . D042):61-63
] th Ch X 10 1 ’ ’ o
DUS , DUS [J. ,2001, 14(2). 9-13.

183



) ) AL E Z 200011 184~ 186

A AT S B R T 5

% W, KRR e P

510225 2. s 510225

AR EEFTNE RBRFFOHALR, LH B R REETMIERR BLER % £
WEAR IRV IR e R BRE NaCl bl & #F, oot m3aw o A KL, S T 28387 84 Il 2088
ST AL RKIE A, 2EEAT R ZEE A MSTHNAA 0.4 mg/L+6-BA 4.0 mg/ L 3%
AL A F ARG EKS, MG HA AR ZMEIR EA ol Bk, £ ERINATRGERS
B, KA R IK LAY 383 A A BR A 4 2 R ARG, A0 NaCl Mri@ iR & T i 75 ik 2 32 il 28R

e T 2.
.S682.1'9 (A . 1001—0009(2009) 11— 0184—03
b b b I273| o
(Hemerocallis sp. ). K, ,
11 . 20 b
10 000 . , ’
9 . N ( N ~ ) (4 )
[ .
, 1
1.1
D HRAB T (1969-), 4 WL &) #ak. 4 F U5 A « » >
WA 5 F AR BA BB AR H R T4, E-mail: zhangwei-
117218 @163. com., 1.2
AN Rk TAZ IRk S A ATH A 4K B A (H140 ) sl
7057). ’
. 2009— 06— 10 ’

’ 3~4cem

Genetic Difference of 18 Lilium longif lorum Genotypes with RAPD Markers

LIU Wei', ZHOU Hou-gao’s HE Zhao-rong’
(1. Biochemistry Department of Wenshan University, Wenshan, Yunnan 663000 Ching 2. Zhongkai University of Agrculture and
Engineering, Guangzhou Guangdong 510225 China 3. School of Life Science Yunnan University, Kunming Yunnan 650091, China)

Abstract: Fourteen primers were used for RA PD analysis and produced a total of 142 bands, of which 74. 65 %} bands were
polymorphic, this suggested that the relationships among genotypes were close. A ccording to the results of cluster analy-
sis, 18 Lilium longiflorum genotypes were divided into 4 groups. The 18 genotypes can be distinguished by the 14 prim-
ers, and displayed the difference of genetic site. So we can say RAPD was an effective molecular marker technic in
identifying variety of Lilium longi florum, and it could be used for DUS testing.
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