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Fig. 2 Genetic trandormation of Dendrathema grandif orum‘ Xiao Huang’
Note: A trandomation of leaf explants differentiation of adventitious

buds, B seedlings that taking root.
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Fig. 3 Plant gene transfer PCR detection of mB#886¢ry3a ek ctrophoresis
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Note: The significance level was 0.05 levd, the same letters significant ly different.
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mBt886cry3a Gene Transformed into Chrysanthemum Dendranthemum
grandiflorum ‘ Xiao Huang Resistant to The Long Horn Beetles

ZHOU Zhou"% YIN Xim ming', LU Meng-zhu®, JIANG Zhiwei's WANG Pei!
(1. Colloge of Plant Pwotection Henan Agricultural University Zhengzhow Henan 450002 Ching 2. College of Forestry, Henan University of
Science and Technology, Luoyang, Henan 471003 China; 3 Key Laboratory of Forest Silviculture of Forestry CAF, Beijing 100091, China)

Abstract; B886Cry34a was cloned from Bacillus thuringiensis 886 strain, which was shown toxic to the larva of long
hom beetle. Based on the characters of coding usage for pulpous genes, mBt886ay3a was artificially modified and then
named mBt886cry3a. Anoplophora glabripemis infests Chrysanthemum Dendrathema grandi florum ¢ Xiao Huang’
seriously in Henan province. Transgenic approach may be an effident way to control long horn beetle. In this studys
mB886cry3a were transformed into Chrysanthemum Dendrathema grandiflorum ‘ Xiao Huang' through Agrobacterium
tumef aciens-mediated transformation. Four independent transformed lines of mB886cry3a ly were obtained, by PCR and
DNA blotting. Bioassay of four transgenic lines to second instars larvae of Anoplophora glabripernis under the control
condition showed that they gave the mortalities of larvae from high as 45.89%, 39.12% and 35.42% to low as 22.41 %.
There was a statistical difference between the transgenic lines and wide line (P<<0.05). The mBt886a-y3a transgenic
chrysanthemum plants exhibited high activity against Anoplophora glabripennis, thus this study provides the basis for
the genetic modification on plant resistant to long horn beetles.

Key words. Phytoecia rufiventris; Bt; Agrobacterium tumefaciens-mediated transformation; Dendrathema grandiflo-

rum ‘ Xiao Huang’
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