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Fig. 1 The amplified products of parent and part of Faplants by BM 143 primer
Note: Pr.Ps represent resistant parent and susceptble parent, respedively; 1~ 16

for part of F2 plants.
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Fig.2 The amplified products of parent and part of Faplants by BM 156 primer
Note: Pr.Ps represent resistant parent and susceptible parent, respec

tively; 1-16 for part of ¥, phnts.
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Fig.3 The amplified products of parent and part of Foplants by BM 164 primer
Note: Pr.Ps represent resistant parent and susceptible parent, respec

tively; 1-22 for part of F, plants.
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Table 1 Segregation of 89-05-3/8%-13 Fspopulation for the stem

rug resistane gene and the SSR markers

SSR Marker genoty pe
SSR maker  Resitance genotype A H B Sum
BV 143 R 43 73 5 159
S 1 9 28
BM 156 R 37 71 4 159
S 0 7 30
BV 164 R 39 78 3 159
S 0 4 34
:R .S s A ,B s H

Note R: resistance, S: sensitive A: resistant parental genotype; B Sensitive parental

genotype; H: heterozygous genotype.
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63

http://www.cnki.net



° ° At B E 2009010); 62~ 64

BM164 SSR

44
EPSPS2 ’ ’

33 — 4
BMIse 94 SSR

o 7 T— 3
BM143 ’

U s s BM143. BM 156.BM 164.
89-05-3/89-13 F»
4 SSR
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Study on SSR Molecular Markers of Kidney Bean Glyphosate Resistance Gene

ZHANG Li1li"% TAO Bo'

(1. Northeast Agrnedtural University, Harbin Heilonjiang 150030, Chinag 2. Biotechnology Institute Heilongjiang Academy of Agrcultura

Sciences Harbin, Heilonjiang 150086 China)

Abstract In this paper, F2 generation groups were obtained by hybridization of anti-glyphosate parent 83-05-3 and sensi-
tive glyphosate parent 89-13 hybrid, 10 pairs of SSR primers were filtered by useing resistant and susceptible parents and
resistant and susceptible pool on behalf of the above-mentioned F> as target groups with BSA law. The results show ed
that 3 pairs of primers BM143, BM156, BM164 can all amplified polymorphic bands between resistant and susceptible
pool using the software Mapmaker 3. 0 mapping, the glyphosate resistance gene was initially located between primer
BM 156 and BM164, the genetic distance of 3.3 ¢M and 4.4 cM, and temporarily named EPSPS2. The results of this

study have laid a foundation for kidney bean resistance breeding as well as fine mapping and map-based cloning of

glyphosate resistance gene.

Key words; Kidney bean; Glyphosate resistance gene; SSR
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