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Construction of a Fused Gene from Two Kinds of Starch Synthases of Potato
(Solanum tuberosum L. ) Stem Tuber by Using Overlap Section-PCR Method

CHEN Guo-liang"?, MIAO Na', ZHANG Jirwen', WANG Di'
(1. Agronomy Faculty of Gansu Agricultural University, Lanzhou Gansu 730070, China; 2. College of Life Science Yan' an University, Yar’
an, Shanxi 716000 China)

Abstract; Overlap section -PCR, a method developed for fusion gene wnstruction without the use of endonuclease and lig-

ase, was performed to construct a fused gene. The Overlap section -PCR reaction system contained four primers and tw o

templates and resulting PCR product, fused gene-gs3, consiste of two sections: gbss and SS IT s fragments gene, which

was responsible for Starch Synthases. There sultan this papegs showed that the Overlap section -PCR method is one of

rapid and convenient methods for fused gene wnstruction.
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