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Establishment of Promoter Trapping System in Torenia fournieri Linden

LONG Hat tao, LI Hong-qing, LI Ling
(College of Life Sciences South China Nomal University, Guangzhow Guangdong 510631, China)

Abstract; Based on the optimization of genetic transformation of Torenia fowrnieri linden mediated by A grobacterium tu-

mefaciens, a binary vector, designated as pHAHCA, was constructed for promoter trappings and was introduced into

Torenia to establish an efficient promoter trapping system. 8 hygromydn-resistant plants w ere confirmed to be positive

transformants by PCR. The transformation frequency was up to 12. 5%4 overall. GUS histochemical staining of the 82

transgenic plants showed that 12 of them were stained. 10 out of the 12 transformants plants were stained only in veins

of plants, and the other 2 transgenic plants were stained both in veins and stems. Under salt stress, only one plant

showed GUS activity in roots. The flanking sequences of T-DNA inserting sites in 5 transgenic Torenia showed GUS ac-

tivity was amplified by TAIL-PCR.
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