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. 8mmol/ L ;0.5 mol/ L NaCl; 50 mmol/ L Tris (pH
8.0); 20 mmol/ L. EDTA ; 10 mmol/ L 3— ME; 2% PVP.
CTAB :50mmol/ L Tris (pH 8. 0); 0.7 mol/ L.
NaC1; 10mmoV L EDTA (pH 8.0);20 mmol/ LB—ME; 1%
CTAB. SDS : 500 mmol/L NaCl;
500 mmol/ L, Tris (pH 8.0); 50 mmol/ L. EDTA (pH 8.0);
10 mmol/ LB— ME. PVP : 250 mmol/ L
NaCl; 25 mmol/ L. EDTA ; 0. 5% SDS; 20 mmol/ L. Tris
(pH 8.0), CTAB—SDS : 100 mmol/ L
Tris (pH 8. 0); 50 mmol/ L. EDTA (pH 8.0); 1. 0 mol/ L
NaCl; 2 %SDS; 2%PVP; 20 mmol/ L3—ME. TE

: 1. 0 mol/L NaCl; 10 mmol/L Tris (pH 8. 0);
1 mmol/L. EDTA (pH8.0). TE :10 mmol/ L Tris
(pH 8.0); 1 mmol/ L. EDTA (pH 8.0). 2X CTAB

: 100 mmol/ L. Tris (pH 8. 0); 20 mmol/ . EDTA

(pH 8.0); 1. 4 mol/L. NaCl; 2% CTAB.

0.8 mol/ L s 1.2 mol/ L NaCl.
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Comparative Study of Methods in Isolation Total DNA From Foeniculum vulgare Mill.

LI Hai-bo
(Yingdong College of Bioengineering, Shaoguan University, Shaoguan Guangdong 512005)

Abstract; The total DNA was isolated from Foeniculum vulgare Mill. with methods of low pH medium with high salt
method urea method, CTAB method, SDS method, PVP method and CTAB—SDS method etc. The results showed

that the method of SDS was best method of extracting DNA.
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