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A Bioinformatic Analysis on Chalcone Isomerase in Plant

LEI Wei', ZOU Xiang®, XIANG Yang', TANG Shao-hu', SUN Min'
(1. Key laboratory of Eco-environments in Three Gorges Reservoir Region Ministry of Education, College of Life Science Southwest Uni-
versity, Chongqing 400715; 2. College of Pharmaceutical Science, Southwest University, Chongqing 400715 China)

Abstract; The nucleic add sequences and amino add sequences of chalcone isomerase from Allium cepa, Pisum sativum,
Lycopersicon esculentum and Camel lia sinensis, which were registered in GenBank, were analyzed and predicted by the
tools of bioinformatics in the following aspects: the composition of nucleic acid sequences and amino acid sequences, mo-
lecular structure, physical and chemical characters, subcellular localization, transitpeptides transmembrane topologieal
structure, hydrophobicity, molecular phylogeretic evolution, secondary and tertiary structure of protein and so on. The
results as following: the full-length gene of CHI contains an opening reading frame, 5“untranstrated region and 3“un-
transtrated region, all lie in ¢y toplasm, and havent transmembrane topologieal structure, were a hydrophic protein. a-he-
lix and random coil were main component all secondary structures. The 3D models of Allium cepa and Pisum sativum are
constructed.
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