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Qlustering Analysis of Actinidia Germplasm in Guangdong Province by RAPD

CHEN Xiao-ling, XIE Zhenrwen LIANG Hong
(Biology Institue of Zhongkai University of A griculture and Technology, Guangzhou Guangdong 510225 China)

Abstract; The genetic relationship and clustering analysis between cultivated varieties and wild Actinidia were discussed in
this paper. The 21 varieties and species of cultivated and wild Actinidia in Heping County of Guangdong Province were
used as materials for studying their amplification comparison and cluster analysis by the suitable parameters of RAPD.
The results showed that the similarity coefficient of varieties or species was 65% ~90%, based on these the 21 of varie-
ties and species could be classified as different groups. It was showed significant differences between the wild species and
cultivated varieties. But 4 .chinesis and A. deliciosa had some cross area in several cultivated varieties by cluster analysis.
The difference of genetic relationship among the wild species of A. fulviaoma, A. latifolia A.globosa and A. eriantha
was not obvious but nearly. It could be inferred that they might originated from the same ancestor species. Actinidia
plants in Heping county of Guangdong Province displayed highly genetic diversity and the classification is very abundant.
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