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Identification of S-genotypes of Ussurian Pear Cultivars

ZHANG Chunrfang, LI Mao-fu, HAN Zhenhai LONG Shen-shan LI Tianzhong
(Institute of Horticultural Plants, China Agricultural Universitys Beijing 100094 China)

Abstract; Partial S-RNase genes of Ussurian pear were amplified and cloned by using two pairs of primers based on the

conserved regions of pear S-RNase structure in nine cultivars of unknown S-genotypes. The PCR products were

sequenced and compared in GenBank. The S-genotypes of the nine tested cultivars were identified as follows:‘ Hanxiang’

was §365x, ¢ Pingxiang’ was S1.51,° Nanguoli was §34534, ¢ Jinxiangshui’ was S1.Si, ¢ Yanbian Daxiangshui’ was S31.53,

¢ Hanhong’ was $27.8%,° Xiaoxiangshu’ was $20.53%4,° Huagaiw ang’ was S3.531.534 5%, ¢ Jinfeng’ was S19.5%.
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