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Parentage Identification of Suspicious Filial Generations from “ BenShan Tea”
and “MengKu tea” Using RAPD Marker

CHEN Wen-xiong's JI Peng-zhang?, HUANG Xing-gi% ZHANG Jun% TANG Yi-chun?
(1. College of Life Sciences Yunnan U niversity, Kunming, Yunnan 650091, Ching 2. Tea Research Institute, Yunnan Academy of Agrcul-
tural Sciences Mengha Yunnan 666201, China)

Abstract; Parentage identification of 8 tea plants, which selected from BaiYing Mountain of LinCan, YunNan province,
was carried out with RAPD method. There were 28 special bands of BenShan and 20 spedal bands of MengKu respec-
tively from 19 primers. The special bands’ number and express ratio of suspidous filial generations and DN A molecular
dendrogram were analysed the results showed that HeiTiaoZi and ErGaZi were variations progenies of BenShang and
BaYaZiHeiTiaoZi and ErGaZi were progenies of F1, which derived from BenShan and MengKu.
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