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Genomic DNA Extraction and Optimization of RAPD
Amplifying Conditimons of Gypsophila elegans L.

CAO Tian xus WU Song quan, LIAN Mei lan, PIAO Xuan chun
(Department of Horticulture, Agriculture College of Yanbian University, Longjing 133400)

Abstract U sed fresh leaves of Gypsophilaelegans L. as matenals The method of genomie DN A extraction and

the optimization of RA PD analytic conditions were studied in Gypsophila elegans L. T he result showed that
the high quality genomie DNA was obtained by the CTAB method. The optimal PCR system for RAPD analy
sis was as follows: 14. 17*L dd H20, 150#mol /L. dNTP, 1. 5#mol /L. M g2+, 2. 5t* LBuffer, 0. 3*mol/L random

primer; 10ng template, 1U Taq polymerase in 251 reaction system. The program of amplifying reaction was

as follows: After pre denaturing at 94 or 5 min, under the condition of denaturing at 94 C for 1 min , an

nealing at 36 C for 1 min, extension at 72 °C for 1. 5 min, amplifying for 45cycles, and extension at 72°C for 7

min at last .
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